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ATGGCTTTGG AACAGAACCA GTCAACAGAT TATTATTATG "aGGAAAATGA 
M A L E QNQ STD YYYE ENE 

AATGAATGGC ACTTATGACT ACAGTCAATA TGAACTGATC TGTATCAAAG 
MNG TY DY SQY ELI CIKE 

AAGATGTCAG AGAATTTGCA AAAGTTTTCC TCCCTGTATT CCTCACAATA 
DVR EFA KVFL PVF LTI 

GTTTTCGTCA TTGGACTTGC AGGCAATTCC ATGGTAGTGG CAATTTATGC 
VFVI GLA GNS M V V A I Y A 

CTATTACAAG AAACAGAGAA CCAAAACAGA TGTGTACATC CTGAATTTGG 
Y Y K K Q R" T - K • T D" • • V Y I L N L A 

CTGTAGCAGA TTTACTCCTT CTATTCACTC TGCCTTTTTG GGCTGTTAAT 
VAD LLL.LFTL PFW AVN 

GCAGTTCATG GGTGGGTTTT AGGGAAAATA ATGTGCAAAA TAACTTCAGC 
AVHG WVL GKI MCKI T S A 

CTTGTACACA CTAAACTTTG TCTCTGGAAT GCAGTTTCTG GCTTGTATCA 
LYT LN FV .SGM QFL. ACIS 

GCATAGACAG ATATGTGGCA GTAACTAAAG TCCCCAGCCA ATCAGGAGTG 
IDR YVA VTKV PSQ S GV 

GGAAAACCAT GCTGGATCAT CTGTTTCTGT GTCTGGATGG CTGCCATCTT 
GKPC WII CFC VWMA AIL 

GCTGAGCATA CCCCAGCTGG TTTTTTATAC AGTAAATGAC AATGCTAGGT 
LSI PQLV FYT VND NARC 

GCATTCCCAT TTTCCCCCGC TACCTAGGAA CATCAATGAA AGCATTGATT 
IP. I FPR YLG.T SMK ALI 

CAAATGCTAG AGATCTGCAT TGGATTTGTA GTACCCTTTC TTATTATGGG 
QMLE ICI GFV VPFL IMG 

GGTGTGCTAC TTTATCACAG CAAGGACACT CATGAAGATG CCAAACATTA 
VCY FITA RTL MKM PN.IK 

AAATATCTCG ACCCCTAAAA GTTCTGCTCA CAGTCGTTAT AGTTTTCATT 
ISR PLK VLLT V V I V F I 

GTCACTCAAC TGCCTTATAA CATTGTCAAG TTCTGCCGAG CCATAGACAT 
VTQL P YN IV K FCRA IDI 

CATCTACTCC CTGATCACCA GCTGCAACAT GAGCAAACGC ATGGACATCG 
I' Y S LITS CNM SKR MDIA 

CCATCCAAGT CACAGAAAGC ATCGCACTCT TTCACAGCTG CCTCAACCCA 
IQV TES I A .LF HSC LNP 

ATCCTTTATG TTTTTATGGG AGCATCTTTC AAAAACTACG TTATGAAAGT 
I. L... Y V F M G .. A . S F . K N Y V. M . K V . 

GGCCAAGAAA TATGGGTCCT GGAGAAGACA GAGACAAAGT GTGGAGGAGT 
AKK YGSW R .RQ R Q. S V E E F 

TTCCTTTTGA TTCTGAGGGT CCTACAGAGC CAACCAGTAC TTTTAGCATT 
PFD SEG PTEP T S T . F S I 

TAAAGGTAAA ACTGCTCTGC CTTTTGCTTG GATACATATG AATGATGCTT 
- R-N CSA FCL DTYE - CF 

TCCCCTCAAA TAAAACATCT GCCTTATTCT GAAAAAAAAA AAAAAAM 
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ELC-SK + soluble TECK ELC-SK + soluble SLC ELC-SK + soluble MCP-3 
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Internalization by FACS (45 minute Incubation) 
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Internalization by FACS (15 minute Incubation) 
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